ABSTRACT We report here the complete genome sequence of the Vibrio cholerae O1 bv. El Tor Ogawa strain V060002, isolated in 1997. The data demonstrate that this clinical strain has a single chromosome resulting from recombination of two prototypical chromosomes.
sites are identical to those of a representative chromosome fusion spontaneously isolated from N16961 with a null mutation of the dam gene (14) , which is essential for chr2 replication (21) .
Annotation of the V060002 genome using the DDBJ Fast Annotation and Submission Tool (DFAST) (22) identified 3,560 coding sequences, 28 rRNA sequences, and 98 tRNA sequences. Strain V060002 also carried well-known gene clusters associated with pathogenesis (23) (24) (25) (26) , as well as two copies of the CTX prophage.
More detailed genomic and phenotypic analyses of this naturally occurring V. cholerae O1 strain with a single chromosome will be presented in future publications. Accession number(s). The annotated chromosome has been deposited in DDBJ/ GenBank under the accession number AP018677.
